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ABSTRACT
ABSTRACT Methicillin-resistant Staphylococcus aureus (MRSA) is one of the major pathogens infected in community hospitals,
and the incidence of MRSA strains is increasing and becomes a common problem among the hospitals in Taiwan recently. In this
study, the polymer chain reaction (PCR) was used to detect the mecA resistant gene, and the Sma | restriction enzyme was used to
digest the chromosomal DNA of MRSA. In addition, the plasmid profile and the pulsed field gel electrophoresis (PFGE) analysis
were used to investigate the distribution of the toxin types for MRSA strains from Veterinary General Hospital (VGH) in Taichung
and Center for Disease Control, Taiwan, ROC. (TCDC), and trace the MRSA infection in the hospitals. The PCR results showed
that 45 (59.21 %) clinical strains from VGH and 23 (16.3 %) human S. aureus strains from food-poisoning cases provided by TCDC
possessed mecA resistant gene. The ratio of MRSA strains from hospitals was higher than that from food-poisoning cases. As for the
distribution for enterotoxin types, it was found that the major enterotoxin types for the strains from hospitals and food-poisoning
cases were the enterotoxin A and B, respectively. From the results of the plasmid profiles for MRSA strains, totally 29 distinct
plasmid types were found. Of them, no co-shared types were found in the isolates from hospitals and food-poisoning cases. The
PFGE results showed that 18 PFGE types were found in the 68 MRSA strains from hospitals and food-poisoning cases in 2003, and
the major types for the strains from hospitals were different from those for the strains from food-poisoning cases. In addition, the
clinical strains isolated between 1998 and 2003 were found high similarity in PFGE type. The results of this study reveal that the
MRSA with same PFGE type still prevail in hospitals.
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detect the mecA resistant gene, and the Sma | restriction enzyme was used to digest the chromosomal DNA of MRSA. In addition,
the plasmid profile and the pulsed field gel electrophoresis (PFGE) analysis were used to investigate the distribution of the toxin types
for MRSA strains from Veterinary General Hospital (VGH) in Taichung and Center for Disease Control, Taiwan, ROC. (TCDC),
and trace the MRSA infection in the hospitals. The PCR results showed that 45 (59.21 %) clinical strains from VGH and 23 (16.3
%) human S. aureus strains from food-poisoning cases provided by TCDC possessed mecA resistant gene. The ratio of MRSA
strains from hospitals was higher than that from food-poisoning cases. As for the distribution for enterotoxin types, it was found that
the major enterotoxin types for the strains from hospitals and food-poisoning cases were the enterotoxin A and B, respectively. From
the results of the plasmid profiles for MRSA strains, totally 29 distinct plasmid types were found. Of them, no co-shared types were
found in the isolates from hospitals and food-poisoning cases. The PFGE results showed that 18 PFGE types were found in the 68
MRSA strains from hospitals and food-poisoning cases in 2003, and the major types for the strains from hospitals were different from
those for the strains from food-poisoning cases. In addition, the clinical strains isolated between 1998 and 2003 were found high
similarity in PFGE type. The results of this study reveal that the MRSA with same PFGE type still prevail in hospitals. [0 0O O O ]
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