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ABSTRACT
Aspergillus oryzae leucine aminopeptidase (LAP) specifically and effectively catalyzes the hydrolytic digestion of the hydrophobic
amino acid residues in the N-terminus of the peptides of different origin. For the purpose of reducing the production cost of LAP, the
LAP gene was amplified by polymerase chain reaction (PCR), and cloned into plant expression vector pMON530. A hexa-histidine
affinity tag was fused to the N-terminus of the LAP gene for protein purification by affinity chromatography. With leaf-disc method,
the recombinant plasmid was introduced into tomato cells via Agrobacterium tumefaciens-mediated transformation to overexpress
LAP gene in plants. LAP gene was already transformation in tomato plant, and determine by genomic PCR. The transgenic tomato
of Aspergillus oryzae Leucine Aminopeptidase also domestication and growing in green house.
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